Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.098; data-to-parameter ratio = 13.9.
Experimental
Crystal data 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: none 12810 measured reflections 2883 independent reflections 2165 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.098 S = 1.05 2883 reflections 208 parameters H-atom parameters constrained Á max = 0.22 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; y; Àz þ 1 2 ; (ii) Àx þ 1; Ày þ 2; Àz þ 1.
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Some synthetic thiazolidinones have been used as antiviral (Abd Elhafez et al., 2003 ), antioxidant (Shih and Ke, 2004 ), antimycobacterial (Kuecuekguezel et al., 2006 ), antimicrobial (Subudhi et al., 2007 , and also as antiinflammatory (Srivastava et al., 2006) . We report here the structure of 2-(2-chloroquinolin-3-yl)-3-phenylthiazolidin-4-one, (I).
In (I), the thiazolidinone ring is slightly distorted and adopts a envelope conformation: the atoms of C11, C12, N2 and C10 are coplanar, with S1 deviating from the defined plane by 0.673 Å. The basal plane is nearly perpendicular to the quinoline ring, forming a dihedral angle of 86.1 (1) °, and makes a dihedral angle of 14.9 (1) ° to benzene ring. The benzene ring is also nearly to perpendicular to the quinoline ring, forming a dihedral angle of 89.4 (1) °.
There are two non-classical hydrogen bonds of C3-H3A···O1 and C8-H8A···N1 in the crystal structure. The former links the adjacent molecules forming dimmers, while the latter also links another adjacent molecules forming polymers. The two above mentioned non-classical hydrogen bonds link the molecules forming polymers along b.
Experimental
A solution of 2-chloroquinoline-3-carbadehyde (1.92 g, 10 mmol) and 5 mmol aniline (0.5 ml, 5.5 mmol) in anhydrous THF (30 ml) was stirred under ice-cold conditions for 5 min, followed by addition of mercapto acid (1.1 ml, 15 mmol).
Dicyclohexylcarbodiimide (DCC) (6 mmol) was added to the reaction mixture 5 min later, the resulting mixture was stirred at ambient temperature for 1 h. Dicyclohexylurea (DCU) was removed by filtration and the filtrate was concentrated under reduced pressure and the residue was taken up in some ethyl acetate. The organic layer was successively washed with 5% aq. citric acid, water, 5% aq. sodium hydrogen carbonate, and then finally with brine. The organic layer was dried over magnesium sulfate and the solvent was removed under reduced pressure to get a crude product that was purified by column chromatography on silica gel with petroleum ether and ethyl acetate as eluents for stepwise elution. The colorless single crystals of the title compound suitable for X-raycrystallographic analysis were obtained by recrystallization from a mixture of petroleum ether and ethyl acetate. m.p.426-428 K.
Refinement
The H atoms were calculated geometrically and refined as riding, with C-H = 0.93-0.98 Å. with U iso ((C methyl )) = 1.5U eq ; U iso (H) = 1.2U eq (parent atom). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.18759 (4) 0.86407 (6) 
